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FINER SCALE: FILOGEOGRAFIA E ESTRUTURA GENÉTICA DE BRACHYCEPHALUS (ANURA: BRACHYCEPHALIDAE) EM UM SISTEMA DE SKY-ISLANDS
Finer scale: phylogeography and genetic structure of Brachycephalus (Anura: Brachycephalidae) in a Sky-island system
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The Atlantic Forest (AF) is characterized by having complex topographical features with high levels of environmental heterogeneity, and thus this region harbors the highest rate of endemic species within Neotropical region. The mountain ranges that run parallel to the Atlantic coast of Brazil, exhibit considerable variation of vegetation types allowing for a wide range of different habitats and microhabitats. AF has experienced marked Quaternary climatic oscillations with high rates of biome shifts with rapid forest recovery suggesting the persistence of small pockets as forest microrefugia over time, particularly in montane regions as Serra do Mar mountain chains. These complex environmental dynamics led to considerable differences across the AF in terms of genetic diversity, as well as instances of narrow endemism. Endemic toadlets of the genus Brachycephalus inhabiting leaf litter on the forest floor, and often have small geographical ranges. Particularly, species of B. pernix group have a sky-island distribution and phylogenomic analysis support their monophyly. Herein, we are going to explore the phylogenetic relationships and population genetic structure of a clade composed by B. verrucosus, B. olivaceus and B. mariaeterezae, adding B. albolineatus using Ultraconserved elements (UCEs). The four species have near distribution, B. verrucosus and B. mariaeterezae occur in unique localities, while B. olivaceus and B. albolineatus have a wide distribution. Thus, we are going to evaluate whether all species complete their differentiation or present historical admixture events among populations with preliminary analysis based on cluster analyses to infer population structure. Besides, we are going to explore the phylogenetic position of B. albolineatus.
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